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Antimicrobianos

analizados

| Bacterias Gram negativas | |
ACIDO NALIDIXICO NA
AMIKACINA AN
AMOXILINA AMX
AMOXICILINA/CLAVULANICO A/C
AZTREONAM | Bacterias Gram positivas | |
CEFEPIME CFP AMIKACINA AN
CEFOTAXIMA CTX AMOXILINA/CLAVULANICO A/C
CEFOXITINA FOX AMPICILINA AMP
CEFTAZIDIMA CAZ CLINDAMICINA cul
CEFUROXIMA CXM DAPTOMICINA DAP
CIPROFLOXACINO cip ERITROMICINA ERI
COLISTINA coL ESTREPTOMICINA ALTO NIVEL SHL
ERTAPENEM ERT FOSFOMICINA FOS
FOSFOMICINA FOS GENTAMICINA GM
GENTAMICINA GM GENTAMICINA ALTO NIVEL GHL
IMIPENEM IMI LEVOFLOXACINO LEV
MEROPENEM MER LINEZOLID LZD
FURANTOINA FD MUPIROCINA Mup
NORFLOXACINO NOR FURANTOINA FD
PIPERACILINA/TAZOBACTAM P/T OXACILINA OXA
TICARCILINA TIC PENICILINA PEN
COTRIMOXAZOL coT RIFAMPICINA RA
TOBRAMICINA ™ COTRIMOXAZOL cot

VANCOMICINA VAN
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Sensibilidad de Acinetobacter baumannii (2015)
Cepas hospitalarias
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AN AIS AZT CPM CAZ CIP COL GM IMI MER PIT TIG ™

B Acinetobacter baumannii (93)
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Tasa anual de cepas hospitalarias de
Acinetobacter baumannii
(2012-2015)
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Sensibilidad de Pseudomonas aeruginosa (2015)
Cepas hospitalarias
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B Pseudomonas aeruginosa (374)
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Sensibilidad de Pseudomonas aeruginosa (2015)
Cepas hospitalarias vs atencion primaria
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AN AZT CPM CAz CIP COL FOS GM IMI MER PIT TIC

B P. aeruginosa HOS (374) B P. aeruginosa AP (491)
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Sensibilidad de Stenotrophomonas maltophilia (2015)
Cepas hospitalarias
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B Stenotrophomonas maltophilia (71)

(CIPA,10/03/16) Informe de la UGC de Microbiologia



Stenotrophomonas maltophilia
Evolucidn en el numero de cepas aisladas

120

100

80

60

40

20

2008 2009 2010 2011 2012 2013 2014 2015

» (CIPA,10/03/16) Informe de la UGC de Microbiologia



Sensibilidad de Escherichia coli (2015)
Cepas hospitalarias vs atencion primaria
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NA AN AMX A/C AZT CFP CTX CAZ CXM CIP COL ERT FOS GM IMI MER FD PIT TS TM

B Escherichia coli (HOS) (697) B Escherichia coli (AP) (1790)
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Deteccidn de BLEE en Escherichia coli (2015)
Cepas hospitalarias vs atencion primaria

9%

™ BLEE "4 NO BLEE

91%
E. coli (hospital)
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E. coli (atencion primaria)
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Sensibilidad de Klebsiella pneumoniae (2015)
Cepas hospitalarias

97,7 98,498,4

0
i
oD

100 -

90 1 82,583,1 84

79,4
80 115,

iq
A2
o

:

70 1

60

50 1

40 1

30

20 1

10 T

-

NA AN A/C AZT CFP CTX CAZ

0

XM CIP COL ERT FOS GM IMI MER FD P/T COT TM

B Klebsiella pneumoniae (264)
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Deteccidn de BLEE en Klebsiella pneumoniae (2015)

Cepas hospitalarias vs atencién primaria
11%

™ BLEE " NO BLEE

K. pneumoniae (hospital) (264)

7%

93%
K. pneumoniae (atencidn primaria) (596)
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Sensibilidad de Enterobacter cloacae (2015)
Cepas hospitalarias
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NA AN AZT CFP CTX CAZ CIP COL ERT FOS GM IMI MER FD PT COT TM

® Enterobacter cloacae (157)
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Deteccidon de BLEE en Enterobacter cloacae (2014)
Cepas hospitalarias vs atencion primaria

16%

E. cloacae (hospital) (157)

6%

94%
E. cloacae (atencidon primaria) (136)
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Sensibilidad de Serratia marcescens (2015)
Cepas hospitalarias
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B Serratia marcescens (73)
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Enterobacterias productoras de carbapenemasas (2015)
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Sensibilidad de Proteus mirabilis (2015)
Cepas hospitalarias
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B Proteus mirabilis (131)
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Sensibilidad de Staphylococcus aureus (2015)
Cepas hospitalarias vs atencion primaria

SAMR
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B S. aureus (HOS) (330) B S. aureus (AP) (473)
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Staphylococcus aureus resistente a meticilina
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Sensibilidad de Staphylococcus epidermidis (2015)
Cepas hospitalarias
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B Staphylococcus epidermidis (202)
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Sensibilidad de Enterococcus faecalis (2015)
Cepas hospitalarias
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B Enterococcus faecalis (183)
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Sensibilidad de Enterococcus faecium (2015)
Cepas hospitalarias
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® Enterococcus faecium (69)
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Sensibilidad de Streptococcus pneumoniae (2015)
Cepas hospitalarias vs atencion primaria
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B S. pneumoniae (AP) (26)
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Sensibilidad de a antifuingicos de levaduras (2015)
Cepas hospitalarias

ANB
MICROORGANISMOS ANB T %s

Candida albicans (africana) 6 100 0-

Candida albicans. 27 --------------

Candida glabrata 2 0,0 ~ 17 294 17 235 10 900 12 917 23 957 23 1000 23 1000
Candida krusei. 300 7 00 3 667 2 1000 3 1000 4 1000 4 750 4 1000
Candida parapsilosis. 8§ 00 8 1000 81000 8 1000 7 1000 7 87 7 87 7 87
Candida tropicalis. 6 00 6 1000 7 714 6 1000 6 1000 6 1000 6 1000 6 1000
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